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RAW SEQUENCE LISTING 

PATE-NT APPLICATION: US/0 8/8 7 5 , 84 9C 



DATE: 10/0 1/2002 
TIME : 15:07:36 



Input. Sot. ■ A:\LKS944A2.txt 

Out put Sot. N:\CRF4\I0 012 0 0 2\H87 5 84 9C.raw 



4 
6 
7 
8 
9 
1 1 
1 2 
1 4 
J <) 
1 1 
18 

1 0 

2 0 



2 4 



27 

2 8 
U) 
31 

3 2 

3 ') 

4ii 

4 ! 
4 < 
4 4 
42. 
4 h 
4 8 
4^ 
00 
h() 
1 1 2 
h3 
h4 
h 5 
b 6 



(J ) 



SEQUENCE LISTING 

GENERAL FNEOPMATION . 
(.) APPLICANT: Brisk in, Michael J , 
R i irjler , Douq l as J . 



ENTERED 



(ii) TITLE OF 



(in) NUMBER 
( iv ) CORRESPONDENCE 
(A) 



P i care 11a, E>om i n ic 
No win an , Wi 1 tor 
T NVENT ] ON : Mucosal Vascular Address ins and Uses 
T hereof 
OF SEQUENCES: 1.7 



(C) 
(*') 



Brook , 
Rt >ad , 



Smith 
P0 Box 



(v) 



(VI) 



(2) 



ADDRESS : 
ADDRESSEE . Hanti l.ton , 
S TREET : 5 iO Vi ru inl a 
CITY: Concord 
STATE : Massachusetts 
COUNTRY: U.S.A. 
ZIP: 01.742 -9133 
COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC - DOS/MS - DOS 

(D) SOFTWARE: Patent In Release #1.0 
CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: US/0 8/8 7 5 , 84 9C 

(B) FILING DATE: 08-Sep-L997 

(C) CLASSIFICATION : 
PR I OR APPLICATION DATA: 

(A) APPLICATION NUMBER : 
( B ) F I LI NO E'ATE : 1 2 - FEB 

(A) APPLICATION NUMBER: 

( B ) FILING DATE : 01 - SEP 
ATTORNEY/AGENT 1 N FORMAT I ON : 

(A) NAME: Brook, David E. 

( B ) REGISTRATION NUMBER: 22,592 

(C) REFERENCE/DOCKET NUMBER: LKS94-04A2 
T E I , ECOMMU N I CAT I. ON 1 N FORMAT ION : 

(A) TELEPHONE. 978" 34 1-0036 

( B ) TELEFAX : ' * 7 8 - 3 4 1 - 0 1 3 6 
INFORMATION FOR SEQ ID NO: 1: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 1624 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 
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P.C. 



Version #1.30 
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RAW SEQUENCE LISTING HAT K : 10/0 1/2002 

PATENT APPLICATION: US/0 8/87 5 , 84 9C T1MK: 1 r i : 0 7 : 3 d 

Input. Set : A:\LKS944A2.txt 

Out put Sot : N:\CRF4\100L2002\H87 5 84 9C.raw 

08 ( i i ) MOLLCULK 1 YPL. cDtJA 

7 0 ( i x ) FLA TURK 

7 1 (A) NAML/KLY: CDS 

~' 2 ( B ) 1 '^OA] :('N 1 . . 12 1 8 

: ,r > (xi) sequltlck DLSCR! PT ) ON : SFJJ ID NO: 1: 





a ro 


(.AT 


LLC 


GGA 


CTG 


GOO 


CTC 


C IG 


C IG 


GCG 


GGG 


CTT 


CTG 


GGG 


OTC 


o ro 


■I 8 


:'s 


Met. 


Asp 


Phe 


Gly 


Lea 


Ala 


Leu 


Leu 


Lou 


A 1 a 


G 1 y 


Leu 


Lo J 


G 1 y 


Leu 


Leu 






1 








8 










1 0 










1 5 






8 1 


OTC 


GGG 


CAG 


TOO 


CIO 


CAG 


GTG 


AAO, 


COO 


CTG 


CAO, 


GTG 


GAG 


occ 


COG 


GAG 


9 h 


8 2 

8; < 


Lea 


GLy 


G 1 n 


Ser 
2 0 


Leu 


Gin 


Va 1 


Lys 


Pro 

2 5 


Lea 


G 1 :i 


Va 1 


G 1 U 


P ro 
3 0 


Pro 


G 1 u 




8 0 


CC 3 


GIG 


GTG 


GCC 


g r i 


GGC 


1TG 


GGC 


GOO 1 


LOG 


CGC 


CAG 


C TO 


ACC 


TGC 


CGC 


1 4 4 


8h 

8; ' 


P ro 


Va L 


Va L 

3 5 


A La 


Val 


Ala 


Leu 


Gl y 
10 


Ala 


Se r 


A rq 


G 1 n 


Leu 

4 5 


Th r 


Cys 


Arq 




8'* 


c ig 


GCC 


TGC 


gcg 


GAC 


CGC 


GGG 


GOO 


TOG 


GTG 


CAG 


'10,0 


GGG 


Geo 


O IG 


GAC 


1 9 2 


0 ! 1 


I.eU 


Ala 


Cys 


Ala 


Asp 


Arq 


G 1 y 


Ala 


S e r 


Va 1 


Gin 


Trp 


Arq 


G 1 y 


Leu 


Asp 




9 1. 




5 0 










5 5 










60 












(l J t 


AGO 


AGO 


CTG 


GGC 


GCG 


ore 


CAG 


TO'; 


GAC 


ACG 


GGC 


Coo 


AGO 


GTC 


crc 


ACC 


240 


94 


T h r 


Se r 


Leu 


GLy 


A La 


Va 1 


G In 


Se r 


Asp 


Thr 


Gly 


Arq 


Ser 


VuL 


Leu 


T h r 




0 > 


6 5 










7 0 










7 5 










8 0 




0 7 


G IG 


CGC 


AAC 


GO C 


TOG 


CTG 


TOG 


GCG 


GOO 


GGG 


ACC 


CGC 


G IG 


TGC 


G LG 


GGC 


2 8 8 


OH 


Va L 


Arq 


Asn 


Ala 


Se r 


Leu 


Ser 


Ala 


Al a 


G 1 y 


Thr 


A rq 


Va L 


Cys 


Va L 


Gly 




()u 










8"> 










9 0 










9 5 






1 01 


ICC 


roc 


GGG 


GGC 


CGC 


ACC 


TTC 


CAG 


CAO 


AGO 


GTG 


CAG 


GTG 


OIT 


GTG 


LAC 




102 


Se r 


Cys 


GLy 


G Ly 


Arq 


Th r 


Phe 


G 1 n 


His 


Thr 


Val 


G Ln 


Leu 


Leu 


Val 


Tyr 




K'8 








L 0 0 










105 










110 








ioo 


GCC 


rxc 


CCG 


GAC 


CAG 


CTG 


ACC 


GTC 


ICO 


CCA 


GCA 


GCC 


CTG 


GTG 


COT 


GOT 


884 


10 h 


Ala 


Phe 


Pro 


Asp 


G Ln 


Leu 


Th r 


Va L 


Se r 


Pro 


Ala 


ALa 


Lea 


VaL 


Pro 


G ly 




10 7 






115 










120 










L25 










100 


GAC 


CCG 


GAC, 


GTG 


GCC 


LOT 


ACG 


GOO 


CAO 


AAA 


GTC 


ACG 


GCC 


GTG 


GAC 


CCC 


4 3 2 


11(1 


Asp 


Pro 


G Lu 


Val 


Ala 


Cys 


Th r 


A La 


His 


Lys 


Va 1 


Thr 


Pro 


Val 


Asp 


Pro 




11 1 




L30 










185 










L4 0 












1 1 8 


AAO 


GCG 


CTC 


TOO 


TTC 


TCC 


CTG 


OTC 


GTC 


GGG 


GGC 


CAG 


GAA 


GTG 


GAG 


GGG 


4 80 


114 


A s n 


A La 


Leu 


Se r 


Phe 


Se r 


Leu 


Leu 


Va L 


Gly 


Gly 


GLn 


G Lu 


Leu 


G Lu 


G 1 y 




1 1 5 


145 










L50 










155 










160 






GCC, 


CAA 


GO:. 1 


CTG 


GGC 


GCG 


GAG 


GTG 


CAG 


GAG 


GAG 


GAG 


GAG 


GAG 


CCC 


CAG 


0 2 8 


120 


A La 


GLn 


Ala 


Leu 


G 1. y 


P ro 


Glu 


Va L 


GLn 


G lu 


Glu 


G Lu 


G Lu 


G lu 


Pro 


GLn 














1 h 5 










170 










175 






12 8 


GGG 


GAC 


GAG 


GAC 


GTG 


CTG 


TTC 


AGO 


GTG 


ACA 


GAG 


CGC 


TGG 


CGG 


CTG 


CCG 


07 0 


124 


GLy 


Asp 


Glu 


Asp 


Val 


Leu 


Phe 


Arq 


Va L 


Thr 


Gl u 


Arq 


Trp 


A rq 


Leu 


P ro 




12 r > 








L80 










L85 










190 








1 2 '■• 


COO 


CTG 


GGG 


ACC 


COT 


GTC 


CCG 


coo 


GCC 


OTC 


TAG 


TGC 


CAG 


GCC 


ACG 


ATG 


024 


128 


Pre 


Leu 


Gly 


Thr 


Pro 


Val 


Pro 


P ro 


Ala 


Leu 


Tyr 


Cys 


G Ln 


Ala 


Thr 


Met 




1 2 ^ 






1 ' ■) 5 










2 0 0 










20 5 










1 8 1 


AGO 


CTG 


COT 


GGC 


TTC j 


GAG 


OTC 


AGO 


CAO 


CGC 


CAG 


GCC 


ATC 


CCC 


GTC 


OTC 


0 7 2 


i ;^2 

1 8 8 


A ru 


Leu 
2 L0 


Pre 


G 1 y 


Leu 


Glu 


Leu 
2 1") 


Ser 


His 


Arq 


G 1 n 


Ala 

2 20 


I le 


Pro 


Val 


Leu 




1 8 0 


CAO 


AGO 


COG 


ACC 


TCC 


CCG 


GAG 


COT 


coo 


GAC 


ACC 


ACC 


TCC 


CGG 


GAG 


OCT 


7 2 0 


1 8 6 


His 


Ser 


Pro 


Thr 


Ser 


Pro 


G 1 u 


P ro 


Pro 


Asp 


Thr 


Thr 


Ser 


Pro 


G 1 u 


Pro 
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RAW SEQUENCE LISTING DATE: 1 0/0 1/200 2 

i ' A I EN ! APPLICATION: US/0 8/ 8 7 5 , 8 4 9C TIME: 15:07:36 

Input. Sot : A:\LKS944A2.txt 

o it put Sot : N:\CRF4\10012002\H875849C.raw 

1 3 ^ 2 2 5 2 3 0 2 3 5 2 4 0 

130 CCC AAC ACC A' 5C TCC CCG GAG TCT CCC GAG AGO AGG TOO CCG GAG TOT ^ 'd 8 

140 pre. Asn lhr Thr Sor Pro Glu Ser Pro Asp Thr Thr Ser Pro Glu Ser 

14! 24 5 250 25 5 

14 i ccc gac acc a-:c ice gag gag cgt ccc gac ago ago tgg gag gag ccr a 1 o 

14 1 Pro Asp Thr Thr Sor Gin Glu Pro Pro Asp Thr' Thr Sor Gin Gin Pro 

U > 2 f > 0 2 6 5 2 7 0 

IP' CCC GA«' ACC A 1 "0 TCC GAG GAG COT GGG GAG ACC ACC TOO COG GAG CC I IG.\ 
14H Pro Asp Thr Thr Sor Gin Glu Pro Pro Asp lhr lhr Sor Pro Glu Pro 

in 2 7 5 2 3 0 2 8 5 

151 CO 1 GAG AAG ACC ICC CCG GAG CCC GCC CCC GAG -."AG GGC TGG ACA GAG 0 1.2 

152 Pro Asp Lys Thr Sor Pro Glu Pro A La Pro Gin Gin Gly Sor Inr H i s 
1 *") "f 2 90 2 95 300 

155 ACC CCC AGG AGC CCA GGC ICG ACC AGG ACT CGC CGC GG I GAG A TG TCC OhO 

15u Thr Pro Arq Sor Pro Gly Sor Thr Ar-j lhr Ar^ Arq Pro Glu Tie Ser 

15/ 30 5 3 10 3 15 3 20 

15'+ GAG GC L" GGG CCC AGG GAG GGA GAA G I'G A1C CCA ACA GGC ICG ICC AAA 1008 

lho Gin A La Gly Pro lhr Gin Gly Glu Val rlo Pro Thr Gly Sor Sor Lys 

1 o 1 3 2 5 3 3 0 3 3 5 

1*> 3 CC I GCG GOT GAC GAG CTG COG GCG GOT CTG 1GG ACC AGC AGT GCG GTG 10 56 

1^4 Pro Ala Gly Asp Gin Lou Pro Ala Ala Leu 1 rp Thr Sor Sor A La Va L 
lu5 340 345 350 

lti"? CTG GGA CTG CFG CTG CTG GGC T TG GGG AGG I AT GAG GTG 'TGG AAA CGC 11 "4 

loH Leu GLy Lou Lea Leu Leu Ala Leu Pro Thr lyr His Leu T rp Lys Arq 
Ui'> 3 5 5 360 36 5 

1T1. TGG CGG CAC C1G GOT GAG GAC GAC ACC CAC CCA CCA GCT TCT CTG AGG 1152 
172 Cys Arq His Leu Ala Glu Asp Asp Thr His Pro Pro Ala Ser Leu Arg 
17 3 3 70 37 5 3 80 

175 CTT CTG CCC GAG GTG TCG GCC TGG GCT GGG TTA AGG GGG ACC GGC CAG 12(H) 

176 Leu Leu Pro Gin Val Ser Ala Trp Ala Gly Leu Arq Gly Thr GLy Gin 

177 385 390 395 400 

179 GTC GGC, ATC AGC CCC TCC TGAGTGGCCA GCCTTTCCCC CTGTGAAAGC 124 8 

180 Val GLy lie Ser Pro Ser 
1H1 40 5 

184 AAAATAGCTT GGACCCCTTC AAGTTGAGAA CTGGTOAOGG CAAACCTGCC TCCCATTCTA 1308 

ltU. CTCAAAGTCA TCCCTCTGCT CACAGAGATG GATGCATGTT OTGATTGCCT CTTTGGAGAA 1368 

1HH GOTCATOAGA AACTCAAAAG AAGGCCACTG TTTGTCTCAC CTACCCATGA CCTGAAGCCC 1428 

I'M) CTCCCTGAGT GGTCCCCACC TTTC'I GGACG GAACCACGTA CTTTTTACAT ACATTGATTC 14 88 

l'C2 ATGTCTOACO TCTCCCTAAA AATGCGTAAG ACCAAGCTGT GCCCTGACCA COCTGGGCCC 1548 

104 OTGTCGTCAO GACCTCCTGA GGCTTTGGCA AATAAACCTC CTAAAATGAT AAAAAAAAAA 1608 

l'U. AAAAAAAAAA AAAAAA 16 24 

loo (2) IN FORMAT TON FOR SEQ ID NO: 2: 

20T (i) SEQUENCE CHARACTERISTICS: 

202 (A) LENGTH: 406 amino acids 

20 :< (B) TYPE: amino acid 

204 (D) TOPOLOGY : linear 

206 ( i l ) MOLECULE TYPE: protein 

200 ( X1 ) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

211 Met Asp Phe Gly Lou Ala Leu Leu Lou Ala Gly Leu Lou GLy Lou Leu 
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RAW SEQUENCE LISTING DATE: 10/n 1/200 2 

PAT L NT APPLICATION: US/0 8/8 7 5 , 84 9C TIME: 15 0 : 3 6 

Input Sot ■ A:\LKS944A2.txt 

Out put Sot N : \CRF4\1 0 012 0 0 2\H8 7 5 84 9C . raw 

2 12 1 5 10 1 r > 

2 1 ; Lou Gly Gin Sor Lou Gin Val Lys Pre) Leu Gin Val Glu Pro Pro < > I u 

2 1 . 2 0 2 r > 3 0 

21'^ Pro Val Val Ala Val Ala Leu Gly Ala Sor Arq Gin Lou Thr Cys Arq 

2 1* 3 5 10 15 

2 2 :> Lou Ala Cys Ala Asp Arq Gly Ala Sor Val Gin Trp Arq Gly Leu Asp 

22 1 5 0 5 5 6 0 

22 •< Thr- Ser Lou Gly Ala Val Gin Sor Asp Ihr Gly Arq Sor Val Lou Thr 

2 2 ; 0 5 7 0 7 5 HO 

2 2>. Veil Arq Asn Ala Sor Lou Sor Ala Ala Gly Thr' Arq Val Cys Val Gly 

2 2 ' 8 5 9 0 0 5 

22'' Sor Cys Gly Gly Arq Ihr' Pho Gin His Thr Val Gin Lou Leu Val Tyr 

2*u 1 0 0 1 0 5 1 1 () 

2*2 Ala Pho Pro Asp Gin Leu Ihr Val Ser Pro Ala Ala Lou Val Pro Gly 

2*-: 115 120 125 

2 r. Asp Pro Glu Val Ala Cys Ihr Ala His Lys Val Thr Pro Val Asp Pro 

Jit. 1 30 13 5 140 

2-ttf Asn Ala Leu Ser Phe Ser Leu Leu Val Gly Gly Gin Glu Leu Glu Gl.y 

2 \ ' 4 145 15d 155 Lf.O 

241 Ala Gin Ala Leu Gly Pro Glu Val Gin Glu Glu Glu Glu Glu Pro Gin 

24.. 165 170 175 

244 Gly Asp Glu Asp Val Leu Phe Arq Val Thr Gl.u Arq Trp Arq Leu Pro 

24" 180 185 190 

24^ Pro Leu Gly Thr Pro Val Pro Pro Ala Lou Tyr Cys Gin Ala Thr M. -t 

24 H 195 2 00 20 5 

25" Arq Leu Pro Gly Leu Glu Leu Ser His Arq Gin Ala lie Pro Val Lou 

251 2 10 215 220 

25? His Ser Pro Thr Ser Pro Glu Pro Pro Asp Thr Thr Ser Pro Glu Pro 

254 225 230 235 240 

j56 Pro Asn Thr Thr Ser Pro Glu Ser Pro Asp Thr Thr Ser Pro Glu Ser 

J57 245 250 255 

2 5 9 Pro Asp Thr Thr Ser Gin Glu Pro Pro Asp Thr Thr Ser Gin Glu Pro 

juO 260 265 270 

202 Pro Asp Thr Thr Ser Gin Glu Pro Pro Asp Thr Thr Ser- Pro Glu Pro 

Jkl 2 7" 280 285 

ju5 Pro Asp Lys Thr' Ser Pro Glu Pro Ala Pro Gin Gin Gly Ser Thr His 

2hh 290 29 5 3 00 

268 Thr Pro Arq Ser- Pro Gly Ser Thr Arq Thr Arq Arq Pro Glu lie Sor 
2 u u 30 5 310 31 5 320 

2' 7 1 Gin Ala Gly Pro Thr Gin Gly Glu Val lie Pro Thr GLy Ser Ser Lys 
2^2 32 5 3 30 33 5 

274 Pro Ala Gly Asp Gin Leu Pro Ala Ala Leu Trp Thr Ser Ser Ala Val 

275 340 345 350 

27'-' Lou Gly Lou Leu Leu Leu Ala Lou Pro Thr Tyr His Leu Trp Lys Arq 
2^H 355 3b 0 36 5 

280 Cys Arq His Lou Ala Glu Asp Asp Thr His Pro Pro Ala Sor Leu Arq 

281 370 375 380 

2 8 3 Lou Lou Pro Gin Val Ser Ala Trp Ala Gly Leu Arq Gly Thr Gly Gin 
284 385 390 395 400 
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RAW SEQUENCE LISTING PATE: 10/0 1/2002 

PATENT APPLICATION: US/0 8/ 8 7 5 , 8 4 9C TIME: 1 ^ : 0" 7 : .Ui 

Input Sot A:\LKS944A2.txt 

out put Set N:\CRF4\10 012 002\H8 7 5 84 9C . raw 

2Hb Va I Gly I le Sot' Pro Ser 

2 8 7 4 0 5 

290 (2) INFORMATION FOR SEQ ID NO: 3: 

292 (i) SEQUENCE CHA RAO 1 FR I ST I OS : 

2-03 (A) LENGTH : 1 539 base pa i rs 

294 (B) PYPE: iiuoloic arid 

29 5 (C) S IRANDFONFSS : doub 1 e 

296 ( D) POP 1 )LOGY 1 i neu r 

(ii) MOLECULE TYPE: cDNA 

390 (ix) FEATURE. 

30! (A) NAME/KEY: OPS 

302 ( H ) EOCAIION : 1 . , 1 146 

3ou (xi) SEQUENCE 2JESCR I PT : ON : SEQ ID NO: 3: 



3 ( ) H 


ATG 


GAT 


TTC 


GGA 


CI'G 


Gcc 


c ic 


e » o 


CTG 


GCG 


GGG 


CTT 


C T G 


GGG 


CTC 


CTC 


4 8 


309 


Me t 


Asp 


Phe 


G 1 7 


Leu 


A l,i 


Leu 


Leu 


Leu 


Ala 


Gly 


Leu 


Le u 


G 1 y 


Leu 


Leu 




3 ■: I 


I 








r ) 










10 










15 






3 1. 2 


CTC 


GGC 


CAG 


ro: 


CTC 


CAG 


GTG 


A AG 


CCC 


C IG 


CAG 


GTG 


GAG 


CCC 


CCG 


GAG 


9 b 


3 1. < 


Leu 


Gly 


Gin 


Ser 


Leu 


Gin 


Val 


Ly s 


Pro 


Leu 


Gin 


Va 1 


G 1 u 


P ro 


Pro 


G lu 




3 1 4 








2" 










2 5 










3 0 








3 1 h 


CCG 


GTG 


GTG 


GC< 1 


GTG 


GCC 


TTG 


GGC 


GCC 


TCG 


CGC 


CAG 


CTC 


ACC 


TGC 


CGC 


144 


3 I 7 


Pro 


Va 1 


Va 1 


Ala 


Val 


A 1 .a 


Leu 


G 1 y 


Ala 


Se r 


A rg 


G 1 n 


Leu 


Thr 


Cys 


Arq 




3 1 8 






3 5 










4 0 










4 5 










3 20 


CTG 


GCC 


IGO 


GCC, 


GAC 


CG< Z 


GGG 


gcc 


ICG 


GTG 


CAG 


TGG 


CGG 


GGC 


CTG 


GAC 


1 92 


3 2 1. 


Leu 


Ala 


Cys 


Ala 


Asp 


A rg 


Gly 


Ala 


Se r 


Val 


Gin 


Trp 


A rg 


G 1 y 


Leu 


Asp 




3 22 




50 










5 5 










6 0 












3 24 


ACC 


AGC 


CTG 


GGC 


GCG 


GTG 


CAG 


rcc 


GAC 


ACG 


GGC 


CGC 


AGC 


GTC 


CTC 


ACC 


2 4 P) 


3 2 :i 


Ihr 


Se.r 


Leu 


G Ly 


Ala 


Va 1. 


G I n 


Se r 


Asp 


Thr 


Gly 


Arg 


Se r 


Val 


Leu 


Th r 




32u 


65 










7 0 










75 










8 0 




3 28 


GTG 


CGC 


AAC 


GCC 


TCG 


CTG 


TCG 


GCG 


GCC 


GGG 


ACC 


CGC 


GTG 


TGC 


GTG 


GGC 


288 


3 2 o 


Val 


Arg 


As n 


Ala 


Ser 


Lea 


Se r 


Ala 


Ala 


Gly 


Thr 


Arg 


Val 


Cys 


Val 


G 1 y 




3 U) 










85 










90 










9 5 






3 3 2 


TCC 


TGC 


GGG 


GGC 


CGC 


ACC 


TTC 


CAG 


CAC 


ACC 


GTG 


CAG 


CTC 


CTT 


GTG 


TAG 


3 3 b 


3 3 


3e r 


Cys 


Gly 


Gly 


Arg 


Thr 


Phe 


Gin 


His 


Thr 


Val 


Gin 


Leu 


Leu 


Val 


Tyr 




3 <4 








10 0 










10 5 










1 10 








3 O, 


GCC 


TTC 


CCG 


ga«; 


CAG 


CTG 


ACC 


GTC 


TCC 


CCA 


GCA 


GCC 


CTG 


GTG 


COT 


GGT 


384 


3 C 7 


A La 


Phe 


Pro 


Asp 


G 1 n 


LRU 


Ihr 


Val 


Se r 


Pro 


Ala 


Ala 


Leu 


Va 1 


P ro 


G 1 y 




3 <M 






115 










120 










125 










34n 


GAC 


CCG 


GAG 


GTG 


GCC 


TGT 


ACG 


GCC 


CAC 


AAA 


GTC 


ACG 


CCC 


GTG 


gap; 


CCC 


4 32 


3 4 P 


Asp 


Pro 


G 1 u 


Va 1 


Ala 


Cys 


Th r 


A 1 a 


His 


Lys 


Val 


Ihr 


Pro 


Va L 


Asp 


Pro 




34 2 




130 










1 3 5 










140 












3 4 4 


AAC 


GCG 


CTC 


TCC 


TTC 


tcc 


CTG 


i:tc 


GTC 


GGG 


GGC 


CAG 


GAA 


CTG 


GAG 


GGG 


4 80 


34 r. 


Asn 


Ala 


Leu 


Ser 


Phe 


Ser 


Leu 


Leu 


Val 


Gly 


Gly 


G 1 n 


Glu 


Leu 


G lu 


G 1 •/ 




34 o 


1 4 5 










15-: 










155 










160 




3 4 H 


GCG 


CAA 


GCC 


CTC, 


GGC 


CCG 


GAG 


GTG 


CAG 


GAG 


GAG 


GAG 


GAG 


GAG 


CCC 


CAG 


52 H 


3 4 ( < 


A I a 


Gin 


Ala 


Leu 


Gly 


Pro 


Glu 


Va 1 


Gin 


G lu 


G 1 u 


Glu 


G 1 u 


G 1 u 


Pro 


Gin 




3M) 










165 










170 










175 






3 52 


GGG 


GAC 


GAG 


GAC 


GTG 


CTG 


TTC 


AGG 


GTG 


ACA 


GAG 


CGC 


TGG 


CGG 


C PC, 


( ( ( , 


570 


3 r > * 


G .1 y 


Asp 


G lu 


Asp 


Va 1 


Le u 


Phe 


Arq 


Va L 


Thr 


Gl u 


A rg 


Trp 


Arg 


Le .1 


Pro 




3 54 








1 8 0 










185 










19 0 
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